
v2.1
Changes:

a) fixed clang bug in AdjustAlignment
b)  Rewrote AlignSeqs to use a dendrogram as the guideTree

c)  added useStructures option
d)  integrated PredictDBN into AlignSeqs

e)  added single and double nucleotide substitution matrices
f)  sets repeats to NA in enumerateGappedSequence/AA

g)  switched from copying XStringSets to .replace, .subset, and .append
h)  reduced amino acid alphabet for initial distance matrix

i)  changed initial k-mer size to be found 1 in 100 words on average
j)  use weights to match sequences during anchoring

What does this do (matches letters above)?:
a) identical results on Mac and linux

b)  enables importing guideTrees in Newick format
c)  allows the disabling of automatic structure determination

d)  uses structures with RNAStringSets
e)  improves alignment of RNAStringSets

f)  improves anchoring performance when repeats exist
g)  more memory efficient; slightly faster

h)  not much change, perhaps better
i)  more consistent sizing, perhaps better
j)  improved alignment in rare situations
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