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ID: 621−548; FC*: significant t−test of two consecutive segments; Term: termination, NS: new start, PS: pausing site,iTSS_I: internal starting site,TI: transcription interferance.
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Term: termination (1), NS: new start (2), PS: pausing site (0), iTSS_I: internal starting site (1)
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ID: 82−124; Term: termination (2), NS: new start (2), PS: pausing site (1), iTSS_I: internal starting site (0)
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ID: 124−222; Term: termination (1), NS: new start (5), PS: pausing site (2), iTSS_I: internal starting site (3)
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ID: 223−223; Term: termination (0), NS: new start (0), PS: pausing site (0), iTSS_I: internal starting site (0)
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Term: termination (1), NS: new start (1), PS: pausing site (2), iTSS_I: internal starting site (2)



210

In
te

ns
ity

 [A
.U

]
0

2
4

6
8

10

H
al

f−
lif

e 
[m

in
]

0
2

4
6

8
10

D
el

ay
 [m

in
]

0
2

4
6

8
10

D
el

ay
 [m

in
]

0
2

4
6

8
10

H
al

f−
lif

e 
[m

in
]

26
27

28

In
te

ns
ity

 [A
.U

]
ID: 343−314; FC*: significant t−test of two consecutive segments; Term: termination, NS: new start, PS: pausing site,iTSS_I: internal starting site,TI: transcription interferance.
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Term: termination (0), NS: new start (0), PS: pausing site (0), iTSS_I: internal starting site (0)


