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277.143 507.833 nucleolus .
276.571 493.667 . ATP-dependent helicase ac...
253 . rRNA processin
235.143 . . maturation of SSU-rRNA fr...
large ribosomal subunit
endonucleolytic cleavage ...
ribosome biogenesis
small-subunit processome
snoRNA binding
mitochondrial large ribos...
ribonucleoprotein complex
. mitochondrial translation
147.857 . . endonucleolytic cleavage ...
142.857 . . endonucleolytic cleavage ...
90S preribosome
DNA-directed RNA polymera...
steroid biosynthetic proc...
ergosterol biosynthetic p...
cellular amino acid biosy...
RNA processing .
preribosome, large subuni...
translation initiation fa...
translational initiation
ligase activity
cell wall
mitochondrial small ribos...

18.833 52 N aminoacyl-tRNA ligase act...
28.667 50.429 . tRNA aminoacylation for p...
purine nucleotide biosynt...
76.5 91.714 96. ' ribonuclease activity
23.833 36.429 . extracellular region
53.167 : mitochondrion
18.667 26.571 117.667 . amino acid transmembrane ...
18.667 24.286 107.667 . amino acid transmembrane ...
17.333 19.714 62 . integral to plasma membra...
34.5 33.714 26.5 . transferase activity
274 420.143 511.833 structural constituent of...
247 387.714 511.833 translation
182.167 384 511.333 ribosome
199.667 321.857 478.667 RNA binding
479.429 511.833 intracellular
189.429 52 meiosis
156.429 82.833 pre—autophagosomal struct...
117 44.167 cellular response to oxid...
79.143 37 g glutathione metabolic pro...
74571 . X ascospore formation
91.857 50 peroxisome organization
165.429 . a_utophag){ )
152.571 piecemeal microautophagy ...
168.571 vacuole o
147.857 sporulation resulting in ...
184.429 25.4 transport
68 integral to mitochondrial...
51.714 39.4 cellular carbohydrate met...
106.714 cellular_component

tricarboxylic acid cycle
eroxisome
NA metabolic process.
mitochondrion degradation
carboxy-lyase activity
transaminase activity
mitochondrial outer membr...
cytosol )
plasma membrane enriched ...
transmembrane transport
carbohydrate metabolic pr...
NADH oxidation
coenzyme binding
oxidoreductase activity, ...
fatty acid metabolic proc...
oxidoreductase activity
oxidation-reduction proce...
response to stress
catal)étlc_ activity
metabolic process
NAD binding
lyase activity
ascospore wall assembly
CVT pathway
vacuolar membrane
ubiquitin—dependent prote...
response to DNA damage st...
DNA repair
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478.833 439.429 378.833
506.167 406.714 333.167
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Distinct—directional (up) ©®RI
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Non-directional

Distinct—directional (dn)
Mixed—directional (dn)
Mixed-directional (up)



