2.0-

15-

2
=
o £ S
o «© e -
3 2 o ¢©
o T - ©o o
Q : E
' 3 .
2 : S

-
-
-
.=
-

S~
~
~e
~~
-~
~~al

>1.0-
0.5-
0.0-



0.20 1

0.15+4

0.104

Frequency [%0]

0.05 1

0.00 4

~40

0
Relative Nucleotide Position

40




0.20 1

T
o
i

0.151

o

[9%6] Aouanbal4

0.05 1

0.00 1

0.00 1

0.05 1

151

T
o
i

0

o .
[96] Aouanbal4

0.20 1

Relative Nucleotide Position



0.3+

T
N
o

[9%6] Aouanbal4

T
b
o

0.0+

T T
= N

0.0+

o o
[96] Aouanbal4

0.3+

Relative Nucleotide Position



Frequency [%0]

0.6+

0.4+

0.2+

0.0+

T T

i i : : Experiments
5 : ' ' — D1
1 1 | | =

I I I I — ID_3
; ; I I .
i i ' ' I i
i i ' ' i i
; ; ' : . |
i ! [ [ !
! ! I I ! !
1 1 1 1
i i I i
i i I i
i i I i
i i I i
i i I i
i i I i
i i I i
i i I i
i i I i
i i I i
i i I i
i i i i
i i I i
i i I i
i i I i
i i I i
i i I i
i i I i
i i I i
i i I i
i i I i
i i I i
i i I i
i i i i
i i I i
1 1 1 1
1 1 1 1
LOEM0 G 2775 081 (R O(0 S (il b G A \(Sian) V015 5 Wi o1 % v O 60

1 1 1 1

—65615753/UHA37IRP52117139-5-13 711151 R R 7313BHUA 51559636 77 1757 BB 7919509 0ROV 1161 PPRT31
Relative Nucleotide Position




Foka) (0 s O VI (5 (7

881I(001887%:11

65615753ANAA373RP52117139-5-13 7 11151 R R 7313883HA A 751556963677 1757 B3B8 7919599 0BV B BPBT31

Relative Nucleotide Position



B o5 B @sz0 [ coseo (80,90]
B s B coso [T e0.70] (90,100]
B o200 [ o0 (70,80]

ID_5-

Unique reads percentage of shares



(€ ial) Vs T a1 01 v i) st vs 08B0 s (88100188 531

P 0k 05057020 s 081 (N (O (W () e sl TAS

[94] Aouanbal4

0.0+
1A
2

0.3+

65615753ANAA373RP52117139-5-13 7 11151 R R 7313883HA A 751556963677 1757 B3B8 7919599 0BV B BPBT31

Relative Nucleotide Position



PO b 0% 0 s 8] () (000 2 (i o) A8 TR @zl ) s 2 0011 01 i v i eha) V(e e v G ) BB (5 () 88 1100 188 2311

0.4+
3-
2

0.1+

0.0+

0.0+
0.1+

T T
N ™ <
o

o o
[96] Aouanbali4

65615753ANAA373RP52117139-5-13 7 11151 R R 7313883HA A 751556963677 1757 B3B8 7919599 0BV B BPBT31

Relative Nucleotide Position



1st, 5" —>3'

2nd, 5 —>3'

2 3rd,5 >3
@©

(L 1st, 3'<-5

2nd, 3'<-5'

3rd, 3'<-5'

amplicon

1

2

3

4

5

6

IGIG GIG GIG G.G G G.G GIG GIG
0 10 20

Relative Nucleotide Position

[%]
0 25 50 75100

____________________




