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regulation of nucleotide catabolic process

regulation of catabolic process

anatomical structure morphogenesis

immune system process

response to UV

regulation of purine nucleotide catabolic process

positive regulation of interferon−beta production

negative regulation of intracellular steroid hormone receptor signaling pathway

regulation of cardiac muscle cell membrane potential

transcription from RNA polymerase II promoter

regulation of transport

negative regulation of cell cycle process

positive regulation of T cell proliferation

regulation of ubiquitin−protein ligase activity involved in mitotic cell cycle

anaphase−promoting complex−dependent proteasomal ubiquitin−dependent protein catabolic process

S phase

regulation of mitotic cell cycle spindle assembly checkpoint

regulation of lipoprotein metabolic process

regulation of immature T cell proliferation in thymus

regulation of immature T cell proliferation

regulation of chromatin assembly or disassembly

positive regulation of spindle checkpoint

positive regulation of cell cycle checkpoint

iris morphogenesis

CRD−mediated mRNA stabilization

sulfur compound metabolic process

triglyceride homeostasis

regulation of transforming growth factor beta1 production

negative regulation of macromolecule biosynthetic process

regulation of immune system process

positive regulation of protein ubiquitination involved in ubiquitin−dependent protein catabolic process

polyamine biosynthetic process

S phase of mitotic cell cycle

sulfide oxidation, using sulfide:quinone oxidoreductase

sulfide oxidation

regulation of programmed cell death

central nervous system development

intracellular transport of viral material

regulation of Cdc42 GTPase activity

regulation of alternative mRNA splicing, via spliceosome

regulation of apoptotic process

acylglycerol homeostasis

homeostasis of number of cells

positive regulation of hydrolase activity

small molecule metabolic process

negative regulation of protein modification process

cellular developmental process

interphase

negative regulation of ubiquitin−protein ligase activity

negative regulation of ligase activity

regulation of interphase of mitotic cell cycle

interphase of mitotic cell cycle

vacuolar acidification

negative regulation of cellular macromolecule biosynthetic process

protein export from nucleus

nitrogen compound transport

developmental process involved in reproduction

negative regulation of biosynthetic process

regulation of cell communication

positive regulation of mitotic cell cycle spindle assembly checkpoint

cell migration involved in gastrulation

negative regulation of ubiquitin−protein ligase activity involved in mitotic cell cycle

antigen processing and presentation of peptide antigen via MHC class I

negative regulation of translation in response to stress

regulation of signaling

progesterone receptor signaling pathway

G1/S transition of mitotic cell cycle

organelle fission

cell cycle process

nucleus organization

regulation of cellular catabolic process

ribonucleoprotein complex subunit organization

vagina development

embryonic retina morphogenesis in camera−type eye

cell cycle

cellular component assembly

regulation of cell death

regulation of cell proliferation

regulation of T cell proliferation

positive regulation of defense response

M phase of mitotic cell cycle

regulation of RNA biosynthetic process

transmission of nerve impulse

regulation of cell cycle

response to temperature stimulus

negative regulation of mitotic cell cycle phase transition

negative regulation of cell cycle phase transition

regulation of response to stress

negative regulation of metabolic process

ribonucleoprotein complex localization

ribonucleoprotein complex assembly

maturation of LSU−rRNA from tricistronic rRNA transcript (SSU−rRNA, 5.8S rRNA, LSU−rRNA)

maturation of LSU−rRNA

negative regulation of protein ubiquitination

regulation of T cell differentiation in thymus

oligodendrocyte differentiation

cell cycle phase

regulation of translational initiation in response to stress

positive regulation of transforming growth factor beta1 production

negative regulation of translational initiation in response to stress

regulation of transcription, DNA−dependent

negative regulation of organelle organization

response to endoplasmic reticulum stress

virus−host interaction

nuclear division

mitosis

regulation of defense response

transcription from RNA polymerase III promoter

maturation of 5.8S rRNA

egress of virus within host cell

regulation of mitotic cell cycle

oligodendrocyte development

positive regulation of cell proliferation

regulation of innate immune response

regulation of mitotic cell cycle phase transition

regulation of cell cycle phase transition

mitotic cell cycle

regulation of nuclear division

regulation of mitosis

system process

positive regulation of molecular function

macromolecule modification

multicellular organismal signaling

negative regulation of cellular component organization

nuclear pore organization

regulation of kinase activity

M/G1 transition of mitotic cell cycle

macromolecular complex assembly

ER−nucleus signaling pathway

positive regulation of chromatin assembly or disassembly

positive regulation of cellular metabolic process

cellular response to stress

positive regulation of metabolic process

negative regulation of macromolecule metabolic process

regulation of transferase activity

regulation of catalytic activity

termination of RNA polymerase II transcription

regulation of phosphorylation

positive regulation of innate immune response

methylation

positive regulation of catalytic activity

regulation of protein kinase activity

response to heat

nuclear−transcribed mRNA poly(A) tail shortening

response to topologically incorrect protein

positive regulation of macromolecule metabolic process

mitotic cell cycle checkpoint

regulation of RNA metabolic process

positive regulation of transferase activity

response to unfolded protein

negative regulation of cellular metabolic process

positive regulation of protein metabolic process

regulation of phosphorus metabolic process

positive regulation of kinase activity

regulation of protein phosphorylation

regulation of macromolecule biosynthetic process

regulation of phosphate metabolic process

response to cytokine stimulus

DNA−dependent transcription, elongation

positive regulation of protein kinase activity

regulation of translation

cytokine−mediated signaling pathway

regulation of mitotic metaphase/anaphase transition

negative regulation of nuclear division

negative regulation of mitosis

positive regulation of phosphorylation

positive regulation of protein phosphorylation

transcription, DNA−dependent

cell cycle checkpoint

cellular response to cytokine stimulus

regulation of translational initiation

positive regulation of phosphorus metabolic process

positive regulation of phosphate metabolic process

ribosomal small subunit biogenesis

mitotic spindle checkpoint

regulation of cellular macromolecule biosynthetic process

negative regulation of mitotic metaphase/anaphase transition

transmembrane transport

nuclear−transcribed mRNA catabolic process, deadenylation−dependent decay

cation homeostasis

cellular response to topologically incorrect protein

mitotic spindle assembly checkpoint

regulation of nuclease activity

endoplasmic reticulum unfolded protein response

transcription elongation from RNA polymerase III promoter

termination of RNA polymerase III transcription

cellular response to oxygen−containing compound

positive regulation of protein modification process

cellular response to unfolded protein

negative regulation of translational initiation

cellular cation homeostasis

RNA 3'−end processing

positive regulation of cellular protein metabolic process

metal ion homeostasis

negative regulation of protein metabolic process

positive regulation of nuclease activity

regulation of protein modification process

ribosomal large subunit biogenesis

cellular response to nitrogen compound

mitotic prometaphase

activation of signaling protein activity involved in unfolded protein response

posttranscriptional regulation of gene expression

negative regulation of cellular protein metabolic process

cellular metal ion homeostasis

mRNA 3'−end processing

cellular homeostasis

cellular response to organic nitrogen

DNA−dependent transcription, termination

protein import

negative regulation of translation

chemical homeostasis

cellular chemical homeostasis

metal ion transport

spindle checkpoint

cellular response to endogenous stimulus

cellular macromolecular complex assembly

ion homeostasis

transmembrane receptor protein tyrosine kinase signaling pathway

enzyme linked receptor protein signaling pathway

cellular ion homeostasis

regulation of glucose transport

cellular response to hormone stimulus

response to oxygen−containing compound

spindle assembly checkpoint

nucleobase−containing compound transport

carbohydrate transport

cellular response to peptide hormone stimulus

cellular response to peptide

mRNA transport

mRNA export from nucleus

monosaccharide transport

protein localization to nucleus

nuclear import

glucose transport

regulation of protein metabolic process

response to organic nitrogen

hexose transport

RNA localization

response to nitrogen compound

response to insulin stimulus

cellular response to insulin stimulus

protein targeting to nucleus

protein import into nucleus

cellular component biogenesis

RNA transport

nucleic acid transport

establishment of RNA localization

organelle organization

ncRNA processing

regulation of biological quality

homeostatic process

regulation of cellular protein metabolic process

RNA export from nucleus

insulin receptor signaling pathway

response to endogenous stimulus

response to hormone stimulus

ncRNA metabolic process

cell surface receptor signaling pathway

cellular response to chemical stimulus

response to peptide

symbiosis, encompassing mutualism through parasitism

interspecies interaction between organisms

response to peptide hormone stimulus

cellular response to organic substance

ribosome biogenesis

transition metal ion transport

biosynthetic process

response to organic substance

cellular biosynthetic process

iron ion homeostasis

ribonucleoprotein complex biogenesis

interaction with host

cellular iron ion homeostasis

organic substance biosynthetic process

nuclear transport

nucleocytoplasmic transport

phagosome maturation

RNA splicing

establishment of localization

transport

nuclear export

RNA splicing, via transesterification reactions

iron ion transport

cellular macromolecule biosynthetic process

RNA splicing, via transesterification reactions with bulged adenosine as nucleophile

mRNA splicing, via spliceosome

macromolecule biosynthetic process

rRNA metabolic process

translation

trivalent inorganic cation transport

transferrin transport

ferric iron transport

mRNA processing

rRNA processing

single−organism transport

cellular macromolecule localization

cellular protein localization

RNA processing

reproduction

macromolecular complex subunit organization

protein complex subunit organization

reproductive process

organic substance catabolic process

cellular localization

catabolic process

cellular catabolic process

organic cyclic compound catabolic process

cellular nitrogen compound catabolic process

aromatic compound catabolic process

heterocycle catabolic process

organic cyclic compound biosynthetic process

cellular process involved in reproduction

cellular component disassembly

cellular nitrogen compound biosynthetic process

nucleobase−containing compound catabolic process

aromatic compound biosynthetic process

nucleobase−containing compound biosynthetic process

establishment of localization in cell

heterocycle biosynthetic process

intracellular protein transport

macromolecule catabolic process

gene expression

multi−organism reproductive process

RNA biosynthetic process

intracellular transport

protein localization

cellular macromolecule catabolic process

protein localization to organelle

establishment of protein localization to organelle

macromolecule localization

protein targeting

cytoplasmic transport

protein targeting to membrane

organic substance transport

macromolecular complex disassembly

protein localization to endoplasmic reticulum

viral reproductive process

multi−organism cellular process

viral reproduction

viral infectious cycle

establishment of protein localization to endoplasmic reticulum

protein targeting to ER

SRP−dependent cotranslational protein targeting to membrane

cotranslational protein targeting to membrane

translational elongation

nucleobase−containing compound metabolic process

protein complex disassembly

cellular protein complex disassembly

RNA catabolic process

translational termination

viral transcription

viral genome expression

mRNA catabolic process

establishment of protein localization

nuclear−transcribed mRNA catabolic process

protein transport

nucleic acid metabolic process

multi−organism process

nuclear−transcribed mRNA catabolic process, nonsense−mediated decay

RNA metabolic process

mRNA metabolic process

translational initiation
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